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Investigation of Mycobacterium tuberculosis VNTR analysis method using capillary

electrophoresis sequencer.
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Abstract

In Kagawa Prefecture, repeat sequence polymorphism (VNTR) analysis is being conducted on
Mycobacterium tuberculosis isolated from patients in accordance with the Kagawa Prefecture
Tuberculosis Molecular Epidemiological Surveillance Implementation Guidelines, which came into
effect on April 1, 1991. In the past, PCR was performed using JATA(12)-VNTR, and the number of
repeats of the amplified product was calculated using agarose gel electrophoresis. It has been reported
that capillary electrophoresis sequencers show a difference between the measured and theoretical
values of DNA size of PCR amplified products, and since there was a difference between the measured
and theoretical values at our center, we corrected the Bin value using a known strain. After correction,
another known strain was used for confirmation, and it was confirmed that the correct Bin was
entered.

The conventional agarose gel electrophoresis method is expected to improve discrimination in
regions where it is difficult to discriminate DNA size, or where many stutter peaks appear.
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Subset#  fHiS  HEBER T4 5]
3232 FAM  FAM_3232 F CCCCAGCCTTACGACTGA*
A-1 (QUB3232) 3232 R GTCGGGCTTGGTGAAGG
4156 PET PET._4156_F CGTCCGAGCGACATCAC*
(QUB4156) 4156 R AGGATCGAGCGGTCCAG
0424 Mtub04_F CTTGGCCGGCATCAAGCGCATTATT
A=2 (Mtub04) VIC  VIC Mtub04 R GGCAGCAGAGCCCGGGATTCTTC*
1955 NED  NED_1955_F AGACGTCAGATCCCAGTT*
(Mtub21) 1955 R ACCCGACAACAAGCCCA
B-1 3820 VIC  VIC_3820F ACCTTCATCCTTGGCGAC*
(VNTR3820) 3820 R TGCGCGGTGAATGAGACG
2074 PET PET 2074.F TGTGTCACCTGACGATTTCAAGG*
(Mtub24) 2074 R TGGCCGGCAAATAATGGATGC
B-2 2372 NED NED_2372_F AGGTGAGGATCGGGTTGG*
(VNTR2372) 2372 R ACCACGCTTCAAGAACCAG
3155 FAM  FAM_3155 F GCCAGCCGTAACCCGACCAG*
(QUB11b) 3155 R GGGCCGGAAATTCGCAGTGG
c-1 3336 FAM  FAM_3336_F CCACCGCGATCCAGGAAT*
(QUB3336) 3336 R CGGGATTCACCACGATCTC
0960 MIRU10_F GTTCTTGACCAACTGCAGTCGTCC
(MIRU10) NED NED_MIRU10 R GCCACCTTGGTGATCAGCTACCT*
G2 2996 MIRU26_F TAGGTCTACCGTCGAAATCTGTGAC
(MIRU26) PET PET MIRU26 R CATAGGCGACCAGGCGAATAG*
3192 MIRU31_F ACTGATTGGCTTCATACGGCTTTA
(MIRU31) VIC _ VIC MIRU31 R GTGCCGACGTGGTCTTGAT*
2163a FAM  FAM_11aF CGTGATGTTGATCGGGATGT*
D-1 (QUB11a) 11a R ACCCTGGAGTCTGGCATC
4120 NED NED_4120_F GTTCACCGGAGCCAACC*
(VNTR4120) 4120 R GAGGTGGTTTCGTGGTCG
2163b VIC VIC_11b_F CCGATGTAGCCCGTGAAGA*
D-2 (QUBT11b) 11b R AGGGTCTGATTGGCTACTCA
4052 PET PET. 4052 F GAGGTATCAACGGGCTTGT*
(QUB26) 4052 R GAGCCAAATCAGGTCCGG
E-1 1982 VIC VIC Q18 F ATCGTCAGCTGCGGAATAGT*
(QUB18) Q18 R AATACCGGGGATATCGGTTC
0580 FAM  FAM_MIRUO4 F GCGCGAGAGCCCGAACTGC*
(MIRUO4) MIRUO4 R GCGCAGCAGAAACGTCAGC
E-2 0802 NED NED_MIRU40.F GGGTTGCTGGATGACAACGTGT*
(MIRU40) MIRU40 R GGGTGATCTCGGCGAAATCAGATA
1644 MIRU16_F TCGGTGATCGGGTCCAGTCCAAGTA
(MIRU16) PET PET MIRU16 R CCCGTCGTGCAGCCCTGGTAC*
0577 NED NEDETRCF GTGAGTCGCTGCAGAACCTGCAG*
F-1 (ETR C) ETRCR GGCGTCTTGACCTCCACGAGTG
2165 FAM FAMETRAF AAATCGGTCCCATCACCTTCTTAT*
(ETR A) ETRAR CGAAGCCTGGGGTGCCCGCGATTT
2401 VIC  VIC_Mtub30_F CTTGAAGCCCCGGTCTCATCTGT*
F-2 (Mtub30) Mtub30 R ACTTGAACCCCCACGCCCATTAGTA
3690 PET PET Mtub39 F CGGTGGAGGCGATGAACGTCTTC*
(Mtub39) Mtub39 R TAGAGCGGCACGGGGGAAAGCTTAG
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SRR Y R =< W et 15
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TR v1. 1_20230510. pdf (2023/7/3 )
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J23  MIRU16 565+53n 558. 69+51. 311n
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2R aEER, 40, 63-68, (2013)
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